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A20/ANI zinc finger protein widely exists in eukaryote and plays a central role in signal transduction
pathway involved in stress response. We cloned zinc finger gene AmSTZF from cold-and drought-treated
Ammopiptanthus mongolicus leaves by bio-informatics and RT-PCR. The ¢DNA of AmSTZF encodes a
polypeptide with 172 amino acids which contains A20 and ANI1 conserved domains and belongs to A20/
AN1 zinc finger protein. Bio-informatics predicts that AmSTZF has phosphorylation sites exists in
cytoplasm and is involved in the regulation of gene transcription. RT-PCR analysis shows that the
expression of AmSTZF is up—regulated under cold—and drought-stresses and that AmSTZF is related to the
response to drought and chilling stresses.
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Fig. 2 Conserved amino acid sequence of AmSTZF and multiple sequence alignment with that of other plants

:Am . PT ( XP_002323304. 1) ; CH ( ABL67658.1) ; AT

(NP_192941.1) ; GM (ACU19355.1) ; MT ( ABN0O8135.1) ; SL (ACM68442.1) .
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Fig. 3 Phylogenetic analysis of AmSTZF and other reported zinc finger proteins
( Physcomitrella patens) ; ( Actiniaria) ; ( Selaginella tamariscina) ;
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Fig. 4 Expression of AmSTZF in Ammopiptanthus mongolicus
leaves incubated under drought
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