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Isolated from root nodules of Mimosa invisa Mart. ex Colla in the Jianfengling National Nature
Reserve Hainan Province a representative strain caf324  was analyzed by 16S rDNA sequencing
physical and chemical properties test. The 16S rDNA sequence was compared with related rhizobia and
an unrooted phylogenetic tree was produced. The results show that caf324 is clustered together with 8-
thizobia of Burkholderia mimosarum PAS44 (AY752958) with a similarity of 99.7% . Biological
characteristics of this caf324 strain were tested showing the following results: catalase and oxidase were
positive indole was not found gelatin was not hydrolysed and glucose was unable to generate acid
through fermentation. It can endure 2% NaCl and grow in media with pH of 4—11 wunder the
temperatures up to 45°C.
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1 GAGATTTGAT CCTGGCTCAG ATTGAACGCT GGCGGCATGC CTTACACATG CAAGTCGGAC
61 GGCAGCGCGG GCTTCGGCCT GGCGGCGAGT GGCGAACGGG TGAGTAATAC ATCGGAACAT
121 GTCCAGTAGT GGGGGATAGC CCGGCGAAAA CCGGATTAAT ACCGCATACG ATCTTTGGAT
181 GAAAGCGGGG GACCGAAAGG CCTCGCGCTA TTGGGGTGGC CGATGGCGGA TTAGCTAGTT
241 GGTGGGGTAA AGGCCTACCA AGGCGACGAT CCGTAGCTGG TCTGAGAGGA CGACCAGCCA
301 CACTGGGACT GAGACACGGC CCAGACTCCT ACGGGAGGCA GCAGTGGGGA ATTTTGGACA
361 ATGGGCGCAA GCCTGATCCA GCAATGCCGC GTGTGTGAAG AAGGCCTTCG GGTTGTAAAG
421 CACTTTTGTC CGGAAAGAAA TCCTCTGGGT TAATACCCCG GGGGGACGAC GGTACCGGAA
481 GAATAAGCAC CGGCTAACTA CGTGCCAGCA GCCGCGGTAA TACGTAGGGT GCGAGCGTTA
541 ATCGGAATTA CTGGGCGTAA AGCGTGCGCA GGCGGTGATG TAAGACCGAT GTGAAATCCC
601 CGGGCTTAAC CTGGGAACTG CATTGGTGAC TGCATCGCTG GAGTATGGCA GAGGGGGGTA
661 GAATTCCACG TGTAGCAGTG AAATGCGTAG AGATGTGGAG GAATACCGAT GGCGAAGGCA
721 GCCCCCTGGG CCAATACTGA CGCTCATGCA CGAAAGCGTG GGGAGCAAAC AGGATTAGAT
781 ACCCTGGTAG TCCACGCCCT AAACGATGTC AACTGGTTGT CGGGCCTTCA TTGGCTTGGT
841 AACGTAGCTA ACGCGTGAAG TTGACCGCCT GGGGAGTACG GTCGCAAGAT TAGAACTCAA
901 AGGAATTGAC GGGGACCCGC ACAAGCGGTG GATGATGTGG ATTAATTCGA TGCAACGCGA
961 AAAACCTTAC CTACCCTTGA CATGGACGGA ATCCTGGTGA GAGCCGGGAG TGCCCGAAAG
1021 GGAGCCGTCA CACAGGTGCT GCATGGCTGT CGTCAGCTCG TGTCGTGAGA TGTTGGGTTA
1081 AGTCCCGCAA CGAGCGCAAC CCTTGTCCCT AGTTGCTACG CAAGAGCACT CCAGGGAGAC
1141 TGCCGGTGAC AAACCGGAGG AAGGTGGGGA TGACGTCAAG TCCTCATGGC CCTTATGGGT
1201 AGGGCTTCAC ACGTCATACA ATGGTCGGAA CAGAGGGTTG CCAAGCCGCG AGGTGGAGCC
1261 AATCCCAGAA AACCGATCGT AGTCCGGATC GCAGTCTGCA ACTCGACTGC GTGAAGCTGG
1321 AATCGCTAGT AATCGCGGAT CAGCATGCCG CGGTGAATAC GTTCCCGGGT CTTGTACACA
1381 CCGCCOGTCA CACCATGGGA GTGGGTTTTG CCAGAAGTGG CTAGTCTAAC CGCAAGGAGG
1 caf324 16S rDNA
Fig. 1  Fulldength 16S rDNA sequence of strain caf324
1 caf324 16S rDNA
Tab.1 Similarity of caf324 and Burkholderia spp. based on 16S rDNA sequences %
1 2 3 4 5 6 7 8
1 caf324 100. 0
2 B. mimosarum PAS44(AY752958) 99.7 100.0
3 B. cepacia LMG1222(M22518) 95.0 95.4 100. 0
4 B. kururiensis( AB024310) 96. 7 96. 8 94.9 100. 0
5 B. phenazinium(U96936) 95.3 95.6 96.0 94.8 100.0
6 B. phymatum STM815(AJ302312) 95.7 96.0 95.2 96. 8 96.7 100. 0
7 B. sacchari( AF263278) 97.9 98.3 95.8 97.1 95.0 95.7 100. 0
8 B. sp. Br3470 STM678(AY773198) 96.9 98.0 94.6 95.5 94.6 95.8 97.0 100.0
9 B. tuberum STM678(AJ302311) 96.3 96.5 94.6 96. 8 95.7 96.9 96. 6 96.3 100. 0
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Fig.2 Phylogenetic tree of caf324 strain derived from 16S rDNA sequences
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