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Embryogenic calli induced from zoysiagrass ( Zoysia japonica Steud- ) seeds were bombarded with gold
particles coated with double-gene vector plasmid containing DREB1A and gus gene- Physical bombardment
parameters were evaluated by transient expression of gus gene, and the best result was obtained by a target
distance of 6 cm and twice bombardments under the pressure of 1 100 psi. while the concentration of gold
particle and plasmid had no significant effect on the transformation efficiency - Stable gus expression was
observed in hygromycinresistant calli, while regenerants survived hygromycin selection and showed gus-

activity - PCR-Southern blot analysis further indicated that the foreign gene DREB1A had been integrated into

the genome of recovered zoysiagrass plants -
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FIGURE 1 Map of double gene vector containing DREB1A and gus gene
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FIGURE 2 Instantaneous expression of gus gene
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TABLE 1  Orthogonal experimental design and results

K& R k% %
RIS ASHTDNA IR B(EEER) c(EHkE/ £ . "
o Zit A
iy em % I i 1m

1 250+0.5 6 1 25.00 21.84 51.35 98.19 32.73

2 250-+0.5 9 2 23.08 43.14 20.00 86.22 28.74

3 5001 6 2 70.83 54.29 100.00 225.12 75.04

4 500+1 9 1 9.52 25.00 24.00 58.52 19.51
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TABLE 2 Variance analysis of experimental results
LRI HME BT WP FE Fos Foo

X4 2 0.140 4 0.070 2 5.99 13.7
Ab g 3 0.835 2 0.278 4
¥ TDNA HE 1 0.132 0 0.1320 2.7777
R 1 0.395 2 0.3952 8.316 1"
R 1 0.308 1 0.3081 6.483 7"
HLiR 6 0.285 1 0.047 5
Mt 11 1.260 7 0.114 6
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TABLE 3 Genetic transformation results of different

zoysiagrass varieties by biolistic bombardment
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‘Liannjng ’ 105 33 31.43 8 7.62
' Qingdao ’ 96 24 25.00 2 2.08
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FIGURE 3 Stable expression of gus gene in callus
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FIGURE 4  Gus activity in roots of
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FIGURE 5  Hygromycinresistant plants
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